Maize Crop Germplasm Committee Minutes
Hyatt Regency, Chicago IL
5 December 2012; 1:00 - 5:00 p.m. 
1. The meeting was called to order at 1:00 and introductions made.

2. Randy Holley moved to approve the 2011 minutes, Paul Williams seconded the motion, and the minutes were approved.
3. Maize Curator Mark Millard reported on curatorial activities.  The federal technician position was filled by Bruce Hall, and the ISU Ag. Research Specialist position filled by Brady North.  The maize inbred genotyping and phenotyping project is complete, and the first publication will be in press in January.  Raw sequence data will be posted to Panzea initially and then to MaizeGDB.  The SNP genomic data has helped with resolution of Buckler-Goodman collection pedigrees with NPGS maize collection pedigrees. Based on lineage analysis and a requestor’s purpose, the curator decides whether to distribute the Buckler-Goodman version or a different version.   Lack of uniformity of several tropical inbreds was identified, and divergence of newer from older sources of some inbreds.  Inbred R109 was cited as an example of a line that needs to be cleaned up.  The genomic information is an aid in determining regeneration priorities, and complements visual assessments.  The availability of genomic information and phenotypic information is also obviously driving targeted requests of germplasm for specific purposes.  
 
Other comments:

· Mark continues to devote a substantial portion of his time to the GRIN-Global Project, serving as analyst and power tester.  
· Collection availability and annual number of regenerations have been declining due to resources. Mark could use committee input on procedures to asses collection development needs.
· Goss’s wilt and wheat streak incidence may drive new international phytosanitary requirements.  Some Goss’s wilt was observed in central Iowa, initially in 2007 and 2008, and has continued to be found each year.
·  The lines from the Jim Brewbaker and Don White collections need to be assessed for potential integration into the collection. Many of the HI lines were published as germplasm releases via Hort. Science.  He also has older topical lines that are not in the collection. Mark Millard will have the HI lines tissue sampled, and genotyped by the Buckler lab, and then request a list for addition to the collection. 

· Marty has collaborated with Jim Brewbaker who has introgressed mutants into Hi27. 
· Bill Tracy will query Jack Juvik about material in the IL sweet corn collection.

· Univ. of Tennessee inbreds (developed by Dennis West) were Crop Science Registered.  TN donated populations and inbreds from South Africa and TN, and other southeastern US-adapted germplasm.

· IPR:  In March, 2013, the period of PVP protection changed from 18 to 20 years.  The disclaimer that accompanies seed shipments has been modified to advise recipients that other types of IPR may be associated with an expired PVP line.  

4. Marty Sachs presented the Maize Genetics Stock Center Report.   Requests continue to increase, mostly for sequenced materials, particularly the UniformMu  project.  Requestors want mutants from mapped genes, targeting specific transposons to aid in unraveling biochemical and metabolic pathways.  Most NAM requests ask for subpopulations of 250 lines.  All NAM prepack sets have been distributed, and the staff now must prepare NAM requests one by one.  Marty and Candy Gardner will double check and ensure that the NAM sets are completely backed up at the NCGRP.  No researcher at IL received the NAM set for IL increase and use.  T. Rocheford received an unofficial set.
Other notes:  

· There are discrepancies between the Millard and Krakowsky sources of a Ki line; this requires follow up.
· Snook Pataky indicated that he has F3 resources that may segregate for southern rust resistance independently of Rpp1 and Rpp9.  Potentially may involve a new locus.
· There is no pathologist at the Maize Genetic Stock Center.  Recipients of seed that require a Stewart’s wilt phytosanitary certificate grow in quarantine conditions upon receipt.
· Marty envisions similar interoperability between MaizeGDB and the Gen Stocks to that of GRIN and MaizeGDB.
5. Candice Gardner discussed the overall financial and operational status of the NCRPIS, and personnel changes.  Funding levels continue to be an issue, as is true for many of the NPGS genebank sites.  A fire destroyed one of the gas-fired dryer units at the end of harvest seaons, and the seed dryers must be replaced in 2013.  
6. Mike Blanco shared copies of the GEM Project report and discussed activities, new participants, research progress, and newly released lines.  

7. Peter Bretting shared the Office of National Programs report, addressed many questions about funding and how potential reductions will be handled, as well as current opportunities and accomplishments.  The NGRL can no longer financially support face-to-face CGC chairs meetings, and those meetings are now conducted “virtually.”  
8. Dave Dierig presented the NCGRP report. David Ellis has left ARS for the International Potato Center (CIP) in Peru.  Judy Grotenhuis retired, and her position was filled by Renee White.  Renee handles all of the PVP and CSR lines.  Andrea Lawrence is completing an inventory of CIMMYT germplasm deposits at the NCGRP.  This inventory will be compared with CIMMYT germplasm held in Ames.
9. Carolyn Lawrence presented the Maize GDB report.   The MaizeGDB website is currently being redesigned with initial deployment of http://alpha.maizegdb.org planned for March of 2013 at the Annual Maize Genetics Conference.  In the past year (via the current website http://www.maizegdb.org) many functional genomics datasets and tools were added including data for the UniformMu project and an atlas-level gene expression data (developed in Shawn Kaeppler’s lab) and a visualization tool for those data (eFP; from Nick Provart’s group).  Other newly deployed tools include metabolic network representations MaizeCyc (in collaboration with Gramene) and CornCyc (in collaboration with the Plant Metabolic Network group).  Protein classifications as gene ‘homologs' and ‘syntelogs' were annotated in collaboration with James Schnable and Mike Freeling.  For genome browsing, new assembly/genome features, diversity, expression, gene model, and repetitive element tracks have been made available.  For outreach, three MaizeGDB ‘how to’ tutorials were offered at the 2012 Maize Genetics Conference (~60 attendees) and four podcasts were created.
10. The NGRL Report
 was submitted by Gary Kinard.  The team continues to make progress on GRIN-Global and hopes to deploy it in the NPGS in late 2013.


11. Bill Dolezal submitted the disease report.  In Wisconsin, a high level of High Plains virus was reported, particularly in sweet corn. This was attributed to movement of the leaf curl mite vector from wheat to corn.  The mild winter and early wheat harvest contributed to high levels of mite populations and pushed them into the corn crop earlier than normal.  Heat and dry conditions contributed to their reproductive success.  

Walter Trevisan discussed the very serious maize lethal necrosis (MLN) situation in Africa; this is a result of corn lethal necrosis (CLN) strains identified in Kenya of unknown origin that are highly pathogenic (Chinese origin speculated).  Maize Lethal Necrosis results from a co-infection of two viruses in the same plant, maize chlorotic mottle virus (MCMV) and a second virus such as sugarcane mosaic virus (SCMV), wheat streak mosaic virus (WSMV) or maize dwarf mosaic virus (MDMV). The double infection gives rise to MLN; another name is corn lethal necrosis (CLN). A British university has characterized the virus. This variant could be introduced to other countries via contaminated wheat seed.  Evaluation studies must be done to determine whether known sources of CLN resistance are also resistant to the MLN variant.  Walter indicated that Margaret Redinbaugh, an  ARS virologist at Wooster, OH is going to Kenya to work with this problem. The Gates Foundation is also supplying support for research on this disease.  The vulnerability statement should be updated to reflect the potential high risk of pathogen introduction and crop loss. 

Peter Bretting discussed the need to put in place a model to capture and disseminate new information/threats/models to deal with vulnerabilities.  Randy Holley discussed the need to characterize our genetic vulnerability for an array of threats to maize production.  Walter Trevisan indicated that Spain now has late wilt, caused by Harpophora (syn. Cephalosporium) maydis; sources of resistance have been identified.  Walter and Randy stressed the need for preemptive analysis and rapid response breeding effort to such threats.  Peter indicated that one of the primary functions of the 42 CGC’s is to serve as an early warning system.  Bill Tracy suggested that a collection of CGC information highlights be compiled annually.  

The committee recommended that a mechanism be identified to get information of this nature to APHIS, as it becomes known.  Dave Dierig moved and Randy seconded a motion to identify an APHIS contact to receive/read/act upon information from the maize CGC.
12. Dwain Rule presented the insect status report.  Corn rootworm is evolving resistance rapidly to the engineered events as well as to chemical control.  Multiple strategies are needed for control.  Fall armyworm populations in the southeastern US have developed resistance to cry1F.  
13. Bonnie Furman presented information on the status of CIMMYT’s maize collection.  Dr. Furman succeeded Dr. Suketoshi Taba, who retired.



 
