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	Gayle.volk@ars
	Please put me on the list to provide link to GG for review & comments.


	Georgia.eizenga@ars
	If you are interested, we have an excel spreadsheet moving across trait ontology in Gramene to GRIN terminology to acronyms from Int’l Rice Res. Inst. IRGC genebank.  Done for rice as part of an NSF grant.


	john.bamberg@ars
	Features:
Could the curator create the options for “how germplasm will be used” on the order form?


	beiquan.mou@ars
	Features:
Add a column of germplasm numbers of other genebanks in the world (CGN, IPK, etc.), so if a PI is not available in NPGS, user can try to get from other collections. It may also help to avoid requesting duplicate samples from different collections, as different collections may use different names for the same germplasm accession.
Comments:
I would like the GG linked to other collections in the world, so users can search information and request germplasm from multiple genebanks, like a “one-stop” shopping.

	Richard.bell@ars
	Features:
a.	 build a spreadsheet with all or selected trait data for all or selected accessions. 
b.	search database for accessions within a collection (genus) that meet certain trait criteria (trait values, for example, greater than or less than a certain value on a rating scale)
c.	links to NCBI – based on GRIN accession to see if there is any genomic data for this accession .
d.	any links to European databases, e.g. EC/PGR
f.	Intellectual Property Rights column on basic search result page.
g.	on Order page – ask question: “Do you wish to receive only virus-tested plant material? (Check off yes or no)”  
alternative: “ Can you receive virus-infected material? If yes, do you have appropriate permits?”

	
	Will there be quick links to the NPGS sites’ websites or to the CGC web pages, as there are in the current GRIN public interface?  I use those features quite frequently.

Features:
If people are providing shipping account #s, will the user registration be handled in a secure site? If not, customers may be reluctant to share this information.

Curators need to know which unavailable accessions are being desired by requestors. It should not be too difficult to communicate a need for unavailable accessions to the appropriate curator.

Comments:
I like the account registration / log-in feature. I like the file upload feature in ordering too. Nice addition.


	Emerson Shipe eshipe@clemson.edu
	Initial search box should include option to search by cultivar name.


	
	No problem. I like green theme.

Don’t understand why e-Authentication. A user may not log in at all, but we’ll have to log in and e-Auth?  What is the benefit?  Please keep it simple or it will go unused.

	susan.stieve@osu.edu
	· What happens when order & select “other” under affiliation? Why isn’t/aren’t home gardener or personal user a possible selection? Should add them as a possibility and if selected an alert will pop up stating “only available for research and education purposes…” Wording explaining expense, accessions available commercially, etc.

· When sending orders to curators/sites, send the entire order so I as a curator can see how others handle this request (legit or not).

Features:
Able to map up all accessions of a Genus.
Make Able to Request +unavailable --> let curator know there is interest in regenerating it / making it unavailable’

Comments:
Carrier account – “expediting,” not expediating or expediate

Making it too easy to submit large orders for non-legit purposes.


	Steve Noffsinger snoffinger@senecafoods.com
	Features:
If one could sort by? e.g. Romona bean, red bean, wax bean, green bean, or other type for Phaseolus vulgaris, that would be helpful. Or green vs. dry bean.

Can you exclude varieties that are not available / utility patented?

Can you limit the search to new varieties, and/or those that came off patent or PVP? (or will come off?)

Comments:
Some online utility patents & PVPs tell whether PIs have been used or not (at least is snap or green beans) 

Direct link to utility patents or PVPs? (for a variety)


	Georgia.eizenga@ars
	Features:
For the rice group and others – an interface with Gramene for molecular (SNP) data.  We have a set of 400 Oryza sativa accessions that have 44,000 SNP markers and phenotypic data to make public. The idea is GRIN for the phenotypic data and Gramene for the genomic data.

Comments:
The column with the SMTA or MTA associated with the accessions will be helpful.


	naveen puppala npuppala@gmail.com
	· Looks good but will be valuable when completely done.
· need import-permit option
· if it has PVP material – there should be restriction in not sending overseas
· wild species should be restricted to 10 seeds / accessions due to difficulty in propagating (or) limit in number of seeds

Features:
· Can I pick all accessions that are resistant to a particular disease
· Can  I know the GPS coordinates for a particular PI where it was collected
· If some land lines are collected in Brazil & does not have PI numbers – how do you find that information?
Comments:
Will be an excellent source for when completed and it will be user friendly.


	D. Michael Jackson mikejackson@ars.usda.gov
	“Copy & Paste” and “Drag & drop” functions are welcome. 
Advanced Search Query – Multiple entry should be enabled at all times.
Improve the Sort function.

Comments:
This program looks to be an improvement over the current interface, although there are some obvious quirks still in the program. I suggest that you release a Beta-version soon and let us work with it and suggest improvements. We all have different requirements, and will ultimately have to discover for ourselves how it works. I heartily applaud this effort! Thank you for improving GRIN.


	richard.olsen@ars
	Need clear identification of who the actual, living curator is and their contact information.


	Cameron Peace cpeace@wsu.edu
	· Use unnecessary white space in top right (above table listing accessions, etc.) to have some large, commonly-used clickable buttons e.g. “Export,” “Place Order,” “Refine Search.”
· Make the banner at the top thinner (less vertical) because right now it is taking up too much space on the screen that would be much better devoted to useable space.
· Enable lots of drag-and-drop for as many features and displays as possible.
Features:
· Pedigree information in columns, not as one line of text. Specifically, a column (specific entry) for Parent 1, a column for Parent 2, (names of specific individuals), and a third column for additional pedigree information (such as grandparents, any other notes)
· While it’s good to have default columns come up, allow users to bypass that and instead specify exactly which columns of data they want to see (and be able to add new columns even after initial search has been done and data displayed; and be able to readily reorder columns [including drag-and-drop to move columns])
· Geographical display feature will be great, especially for multiple accessions at a time.
· “Genius” function of iTunes that was suggested by the audience is an excellent idea. Searches for “similar” items.
· Be able to readily display histograms of phenotypes.
· Be able to readily compare / correlate / display two or more phenotypes (or genotypes – any data) at a time.
[Note re these last 2 bullets: If these are more “curatorial” features, then they indeed need to be on the Public Website, because this is what breeders and researchers need to better inform “use/ignore” decisions (breeders) or analyze data (researchers).

Additional Comments:
· I’m not blown away by this, and I was hoping to be. This is still really just listing information – one dimensional. Little progression from Sumerian inventory lists on clay tablets!  Why aren’t we using the power of computers to allow more intuitive 2D and 3D (=rotating 2D views) interaction with the data, with various lateral links to/from individual items enabled. Unfortunately, this is really just lipstick on GRIN.
· This demo did not wow us. Perhaps it should have started with a PowerPoint slideshow of examples of features, flowed by a live demo. There was too much of the mechanics and not enough of the features.  Pete Cyr and the lady should have been in the room! As this is the “Public Website,” it should have a PR person delivering the explanations of the features and how-to, rather than a database expert (who will tend to make many assumptions on the system).

	Richard.olsen@ars
	Looks great. Be aware of what you, as the “experts,” think is intuitive on the web pages, versus novice Western or International users!

Features:
· Search by Genus, then sort by species. Conversely, it looks like you can’t sort alphabetically by species after doing a search for all species in a genus.
· Will we will be able to search by collector? Especially historical accessions that are not necessarily still available?

Comments:
Links to other databases and utilities will depend on if they actually report specific PI information? Maybe? Can we work with them to ask them to add the PI# as a data point?


	kim.hummer@ars
	For public interface:
Request germplasm lists by country, donor, breeder, or other COOP category.
The google search would also be nice the way classic GRIN does also.


	Majid Foolad
	It would be a good idea for GRIN-Global team to coordinate with other databases to include the massive phenotypic and genomic data becoming available. It would be nice to be able to access all data for a particular crop through GRIN-Global.


	Ann Blount paspalum@ufl.edu
	Under Advanced Search:
1. Find all germplasm with a particular trait
2. Find all “released” cultivars
3. Search by lat. and long
4. Search by country of origin
5. Sort by collector / contributor
6. Sort by soil types or soil pH, “GoogleMap”
7. Sort by rainfall / environmental constraints (i.e. desert drought vs. rainforest habitat)
8. Sort by collection date (i.e. prior to xxx date or after xxx date)
9. Search by species / no synonymous species particular in GRIN where synonymous species may hinder accurate searches


	james.frelichowski@ars
	Is there a keyword search capability? For example someone wanting salt tolerance or insect resistance could search by these or related terms  (leach, spider mite etc.) to find anything in a comment, narrative section (abstract of citations, PI books, patents in a “perfect world”), so it is not missed especially if no dedicated field or research is targeted to these keywords.
Go full bore on all available search group, filter, etc. functions so users are empowered to fiddle with it and complete their order. For example, a user may want Red plant, fiber > “1, from China, of species G. arboretum. Then revise their search to add/- lines to suit their needs, perhaps to find plants from “Asia,” or not from USA, or has Okra shaped leaves, etc.

Features:
In addition to providing information specific to international requests, also provide notice or links to import requirements specific to territories states (CA, MI, etc.), county, or local. It is easy for curator and user to forget that, for example, that CA requires the Texas Dept. of Ag. to inspect cotton seeds before mailing to CA (and that this fee is to be covered by the user).

Comments:
I hope users can use GRIN output (delimited by order items) (as a template) to give feedback, such as germination rate, descriptors, images, agronomic data, environment --> like Candice’s comments.


	lee.panilla@ars
	Mapping of selected group of accessions by GPS points. Now all of a species appear with the one selected highlighted. This would jus show the “selected” points. Especially useful if you want to show a group of accessions that you are working with.
Features:
Beta site (secured) to look at and use for input
Important to be able to identify who has deposited accessions, esp. released germplasm / lines for other breeders.


	Griffiths pdg8@cornell.edu
	Alpha-numerical ordering of columns

Features:
Do not include “Not available” accessions in standard search
Use “Genius”-type search from iTunes to help identify similar accessions


	
	
On search results, you can sort by the various column headings – but you apparently need to go to the dropdown menu to change. Instead, change the sort by directly clicking on the column heading (think Outlook sorting).
“Alerts” would be a nice feature – i.e., email me when new accessions in my taxon (or search term) of interest are added to NPGS or new characterization data is added.

Features:
“Change language” as a drop down in English is pointless – because you need to read English. Many sites use a flag to denote the language. I just click on the U.S. or U.K. flag to switch to English.
Starting with Login? That’s a turn off and will discourage visitors. Think Amazon – login not required. You don’t have to log in but that’s not clear. Why not cookies?
Usually if I’m asked to provide feedback on a website there is a password-protected test version I can actually visit-on-line – not just watch someone else surf the site. Can we actually be expected to evaluate based on watching?
Definitely get rid of the horizontally scrolling table – that is a frigging nightmare.  One screen width is plenty.
Descriptors of different kinds of searches could be useful
When browsing by taxon, be able to select genus, species, or subspecies. Right now, in some searches a subspecies is not included in searches for the species since it is a taxon level sort. 
View “source” or “collector” – these can now in the public domain – Why take them away?
Connect to NCBI via an accession hotlink – i.e. query PI 5888888 --> results --> link that can query this accession  in NCBI; connects to NCBI, but does not import their data. This starts from GRIN-Global and works out.


	Dan Parfitt – deparfitt@ucdavis.edu
	Need species column
Features:
Look at GBIF database and their mapping function for mapping
Genomic data? – NCBI connections
EMBL?  GBIF? probably not
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